# CIF-file generated for C19H31FeN8O8S2 The structure was solved by direct methods using the program SIR2002. The positional and anisotropic displacement parameters for the non-hydrogen atoms were refined. A subsequent difference Fourier synthesis resulted in the location of the hydrogen atoms of the Fe-complex, which coordinates and isotropic displacement parameters were refined. Refinement was frustrated by a disorder problem: from the solution, it was clear that the atom positions of the solvate molecules were highly disordered: suggesting dynamic disorder (dynamic means that the smeared electron density is due to fluctuations of the atomic positions within each unit cell) as a consequence of translational-and rotationaldisorder); the disorder is compensated by the larger the displacement parameters). The electron density for methanol solvate molecule has been described by two sites: each with an s.o.f of 0.5. The hydrogen atoms of the solvate molecules were generated by geometrical considerations, constrained to idealized geometries, and allowed to ride on their carrier atoms with an isotropic displacement parameter related to the equivalent displacement parameter of their carrier atoms. To improve the hydrogen parameters chemical more reasonable, ultimately restrain instructions (DFIX, DANG), were applied in the refinement ; _publ_section_figure_captions ; Fig. 1 . Perspective PLUTO drawing of the molecule illustrating the configuration and the adopted numbering scheme. The final unit cell was obtained from the xyz centroids of 2956 reflections after integration using the SAINTPLUS software package (Bruker, 2000) .
The unit cell was identified as triclinic, space group, P-1, although reduced cell calculations indicate (pseudo) metric monoclinic C-centered lattice symmetry4, but examination of the final atomic coordinates of the structure did not support for the extra metric symmetry elements (Spek, 1988; Le Page 1987 , 1988 
